Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.047; wR factor = 0.137; data-to-parameter ratio = 15.3.
Related literature
For hydrogen bonding with chlorine, see : Brammer et al. (2008) ; Metrangolo et al. (2006 Metrangolo et al. ( , 2009 . For ladder-like networks, see: ; Kinbara, Kai et al. (1996) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 2003 ); cell refinement: SAINT (Bruker, 2003) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. The ladder-type one-dimensional chainlike arrangement has been generated because of N-H···O hydrogen bonding interaction in the crystal of compound 1, as shown in Fig. 3 .
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Experimental
OPDA (Orthophenelynediamine)(0.108 g, 1 mmol) was dissolved in 20 ml of acetonitrile solution and which was added the solution of 25 ml of methanol containing chloroaceticacid (0.23 g, 1 mmol); this reaction mixture was stirred for 5 min and kept for crystalization at room temperature. Colorless needle-like crystals were formed after 3 days (yield: 0.145 g, 72% based on OPDA).
Refinement
All H atoms were found on difference maps, with C-H=0.93 Å and included in the final cycles of refinement using a riding model, with U iso (H)=1.2Ueq(C) Figures   Fig. 1 . ORTEP diagram of the compound 1 (Thermal ellipsoids are at 50% probability level). Fig. 2 . Interactions of C-H···cl in the compound 1 give rise to diverse supramolecular network and all the inetractions arround the cation and anion respectively with symetry codes All the symetry codes for hyderogen bonding were written in the Table 1 Fig . 3 . The ladder-type one-dimensional chainlike arrangement generated by N-H···O hydrogen bonding interactions. 
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